Contents 


Aebi, M., s. Niederberger, P., et al. 

Aivasashvilli, V.A., s. Gragerov, A.L., et al. 

Altenbuchner, J., Cullum, J.: DNA amplification and an un- 
stable arginine gene in Streptomyces lividans 66 

Attfield, P.V., s. Picksley, S.M., et al. 

Avila, P., Cruz, F. de la, Ward, E., Grinsted, J.: Plamids 
containing one inverted repeat of Tn2/ can fuse with other 
plasmids in the presence of Tn2/ transposase 

Baillie, D.L., s. Rose, A.M., et al. 

Bally, M., Murgier, M., Lazdunski, A.: Cloning and orienta- 
tion of the gene encoding aminopeptidase N in Escherichia 
coli 

Barber, C., s. Turner, P., et al. 

Bastarrachea, F., s. Castafio, I. 

Beabealashvilli, R.Sh., s. Gragerov, A.I., et al. 

Beggs, J.D., s. Hirsch, P.R. 

Bell, L., s. Flock, J.-I., et al. 

Bernardi, A., s. Bernardi, F 

Bernardi, F., Bernardi, A.: Atypical deletions generated by 
mutated 1S102 elements 

Blanco, M., s. Rebollo, J.E., et al. 

Bond, J., s. Lawrence, C.W., et al. 

Boom, J. van, s. Marmenout, A.., et al. 

Borgia, P.T., s. Johnston, T.C., et al. 

Bouché, J.-P., s. Louarn, J., et al. 

Boulet, A., s. Fabre, F., et al. 

Braun, G., Cole, S.T.: DNA sequence analysis of the Serratia 
marcescens ompA gene: Implications for the organisation 
of an enterobacterial outer membrane protein 

Breitenbach-Schmitt, I., Heinisch, J., Schmitt, H.D., Zimmer- 
mann, F.K.: Yeast mutants without phosphofructokinase 
activity can still perform glycolysis and alcoholic fermen- 
tation 

Breitenbach-Schmitt, I., Schmitt, H.D., Heinisch, J., Zimmer- 
mann, F.K.: Genetic and physiological evidence for the 
existence of a second glycolytic pathway in yeast parallel 
to the phosphofructokinase-aldolase reaction sequence 

Bron, S., Luxen, E., Venema, G.: Restriction of hemimethy- 
lated DNA by the Bacillus subtilis R system (Short Com- 
munication) 

Buchanan, R.J., s. Mendel, R.R., et al. 

Burini, J.F., s. Pascal, M.-C., et al. 

Caggese, C., s. Palumbo, G., et al. 

Caizzi, R., s. Palumbo, G. et al. 

Castafio, I., Bastarrachea, F.: ginF-lacZ fusions in Escherichia 
coli: studies on ginF expression and its chromosomal ori- 
entation 

Chenchik, A.A., s. Gragerov, A.I., et al 

Chernin, L.S., Lobanok, E.V., Fomicheva, V.V., Kartel, 
N.A.: Crown gall-suppressive IncW R plasmids cause a 
decrease in auxin production in Agrobacterium tumefa- 
ciens 

Chippaux, M., s. Pascal, M.-C., et al. 

Chung, Y.S., s. Dubeau, H. 

Cohen, S., s. Grosfeld, H., et al. 

Cole, S.T., s. Braun, G 

Coppin-Raynal, E., s. Dequard-Chablat, M. 

Cruz, F. de la, s. Avila, P., et al. 

Cullum, J., s. Altenbuchner, J 

Cundliffe, E., s. Thompson, J., et al. 

Curran, J., s. Rose, A.M., et al. 

Danchin, A., s. Guidi-Rontani, C., et al. 


Daniels, M., s. Turner, P., et al. 

Dequard-Chablat, M., Coppin-Raynal, E.: Increase of trans- 
lational fidelity blocks sporulation in the fungus Podosp- 
ora anserina 

Derbyshire, R., s. Flock, J.-L., et al 

Devoret, R., s. Rebollo, J.E., et al. 

Drabble, W.T., s. Thomas, M.S. 

Dubeau, H., Chung, Y.S.: Effect of caffeine on ozone-sensi- 
tivity in Saccharomyces cerevisiae (Short Communication) 

Edelman, I., s. Novick, R.P., et al. 

Eitner, G., Manteuffel, R., Hofemeister, J.: Functional substi- 
tution of the recE gene of Bacillus subtilis by the recA 
gene of Proteus mirabilis 

Ellis, J.G., Ryder, M.H., Tate, M.E.: Agrobacterium tumefa- 
ciens Tg-DNA encodes a pathway for agropine biosynthe- 
sis 

Enea, V., s. Farina, M.La, et al. 

Engler, G., s. Janssens, A., et al. 

Enquist, L.W., Weisberg, R.A.: An integration-proficient int 
mutant of bacteriophage / 

Eschbach, M.-L., s. Riede, I., et al. 

Espinosa, M., s. Lopez, P., et al. 

Estelle, M.A., Hodgetts, R.B.: Genetic elements near the 
structural gene modulate the level of dopa decarboxylase 
during Drosophila development 

Estelle, M.A., Hodgetts, R.B.: Insertion polymorphisms may 
cause stage specific variation in mRNA levels for dopa 
decarboxylase in Drosophila 

Fabre, F., Boulet, A., Roman, H.: Gene conversion at differ- 
ent points in the mitotic cycle of Saccharomyces cerevisiae 

Farina, M. La, Vitale, M.: Rho-dependence of the terminator 
active at the end of the I region of transcription of bacte- 
riophage fi 

Farina, M. La, Vitale, M., Enea, V.: Transcription in bacte- 
riophage fi-infected Escherichia coli: RNA synthesized on 
DNA of deletion mutant PII shows the existence of a 
two-site terminator 

Ferro-Luzzi Ames, G., s. Stern, M.J., et al. 

Fiers, W., s. Marmenout, A., et al. 

Flock, J.-I., Fotheringham, I., Light, J., Bell, L., Derbyshire, 
R.: Expression in Bacillus subtilis of the gene for human 
urogastrone using synthetic ribosome binding sites . . . 

Fomicheva, V.V., s. Chernin, L.S., et al 

Fontijn, R.D., s. Verbeet, M.Ph., et al. 

Fotheringham, I., s. Flock, J.-I., et al 

Fox, T.D., s. Miiller, P.P. 

Freeling, M., s. Mottinger, J.P., et al. 

Friesen, J.D., s. Himmelfarb, H.J., et al 

Fukasawa, T., s. Nogi, Y., et al. 

Furter, R., s. Niederberger, P., et al. 

Gal, A., Nahon, J.-L., Lucotte, G., Sala-Trepat, J.M.: Struc- 
tural variants of the a-fetoprotein gene in different inbred 
strains of rat 

Gautam, N.: The allelic forms of three larval salivary proteins 
from Drosophila melanogaster 

Godson, G.N., s. Lupski, J.R., et al. 

Gottlieb, L.D., s. Pichersky, E., et al. 

Gragerov, A.I., Chenchik, A.A., Aivasashvilli, V.A., Beabea- 
lashvilli, R.Sh., Nikiforov, V.G.: Escherichia coli and 
Pseudomonas putida RNA polymerases display identical 
contacts with promoters 

Greve, H. De, s. Otten, L., et al. 

Grinsted, J., s. Avila, P., et al. 


481 101 
511 
134 294 
267 246 
83 
238 
288 
52 361 
329 374 
507 516 
101 
228 
511 466 
209 411 
246 341 
452 
62 
452 144 
83 402 
487 
126 
459 434 
170 
139 
442 
321 139 
5 
530 
411 
536 219 
126 
370 
186 246 
351 195 
35 116 
35 246 
275 
367 
228 500 
S11 29 
481 
195 153 
351 
361 336 
358 391 
321 314 
294 
288 
134 
39 S11 
$2 159 
96 288 


IV 


Grosfeld, H., Cohen, S., Velan, B., Shalita, Z., Shafferman, 
A.: Mutations not altering the symmetrical sequences in 


the trp operator yield a constitutive phenotype (Short 
358 


Communication) 

Guerineau, M., s. Raynal, A. 

Guidi-Rontani, C., Danchin, A., Ullmann, A.: Transcription- 
al control of polarity in Escherichia coli by cAMP 

Hain, R., s. Otten, L., et al. 

Hanawalt, P.C., s. Nakayama, H.., et al 

Harada, H., s. Ohtani, T., et al. 

Harkki, A., Palva, E.T.: Application of phage lambda tech- 
nology to Salmonella typhimurium. Construction of a 
lambda-sensitive Salmonella strain 

Hashimoto, H., s. Nogi, Y., et al. 

Heerikhuizen, H. van, s. Verbeet, M.Ph., et al. 

Heinisch, J., s. Breitenbach-Schmitt, I., et al. 

Henning, U., s. Riede, I., et al. 

Hess, J.F., s. Pichersky, E., et al. 

Hiemstra, P., s. Tommassen, J., et al. 

Higgins, C.F., s. Stern, M.J., et al. 

Higo, K., s. Otaka, E., et al. 

Himmelfarb, H.J., Vassarotti, A., Friesen, J.D.: Molecular 
cloning and biosynthetic regulation of the cry/ gene of 
Saccharomyces cerevisiae 

Hirsch, P.R., Beggs, J.D.: Agrobacterium tumefaciens T-DNA 
in the yeast Saccharomyces cerevisiae 

Hodgetts, R.B., s. Estelle, M.A. 

Hofemeister, J., s. Eitner, G., et al. 

Hohn, T., s. Tanaka, N., et al 

Hooykaas, P., s. Otten, L., et al. 

Horiuchi, T., Maki, H., Sekiguchi, M.: RNase H-defective 
mutants of Escherichia coli: A possible discriminatory role 
of RNase H in initiation of DNA replication 

Hitter, R., s. Niederberger, P. et al. 

Hutchinson, F., s. Skopek, T.R. 

Ikegami, M., s. Tanaka, N., et al. 

Irino, N., s. Nakayama, H., et al. 

Isono, K., s. Schnier, J 

Ito, K., s. Tobe, T., et al. 

Itoh, T., s. Otaka, E., et al. 

Janssens, A., Engler, G., Zambryski, P., Montagu, M. Van: 
The nopaline C58 T-DNA region is transcribed in Agro- 
bacterium tumefaciens 

Jayaraman, K., s. Louis, J., et al 

Johns, M.A.,s. Mottinger,J.P.,etal. 

Johnson, D.I., Somerville, R.L.: New regulatory genes in- 
volved in the control of transcription initiation at the thr 
and ilv promoters of Escherichia coli K-12 

Johnston, L.H., s. Walmsley, R.M., et al. 

Johnston, T.C., Borgia, P.T., Parker, J.: Codon specificity 
of starvation induced misreading 

Jong, B. de, s. Mooibroek, H., et al. 

Kahn, M.L., s. Pierson, L.S., II 

Kartel, N.A., s. Chernin, L.S., et al. 

Kato, A., s. Ohtani, T., et al. 

Klootwijk, J., s. Verbeet, M.Ph., et al. 

Kodaira, K., Taketo, A.: Isolation and some properties of 
bacteriophage a3 gene J mutant (Short Communication) 

Kumar, H.D., Ueda, K.: Conjugation in the cyanobacterium 
Anacystis nidulans (Short Communication) 

Lacks, S.A., s. Lopez, P., et al 

Lawrence, C.W., O’Brien, T., Bond, J.: UV-induced reversion 
of his4 frameshift mutations in rad6, rev1, and rev3 mu- 
tants of yeast 

Lazdunski, A., s. Bally, M., et al. 

Leemans, J., s. Otten, L., et al 

Light, J., s. Flock, J.-L, et al. 

Lloyd, R.G., s. Picksley, S.M., et al. 

Lobanok, E.V., s. Chernin, L.S., et al. 

Lopez, P., Espinosa, M., Lacks, S.A.: Physical structure and 
genetic expression of the sulfonamide-resistance plasmid 


pLS80 and its derivatives in Streptococcus pneumoniae and 
Bacillus subtilis 

Losick, R., s. Youngman, P., et al. 

Louarn, J., Bouché, J.-P., Patte, J., Louarn, J.-M.: Genetic 
inactivation of topoisomerase I suppresses a defect in initi- 
ation of chromosome replication in Escherichia coli 

Louarn, J.-M., s. Louarn, J., et al. 

Louis, J., Jayaraman, K., Szulmajster, J.: Biocide gene(s) and 
biocidal activity in different strains of Bacillus sphaericus. 
Expression of the gene(s) in E. coli maxicells 

Lucotte, G., s. Gal, A., et al. 

Lugtenberg, B., s. Tommassen, J., et al. 

Lupski, J.R., Ruiz, A.A., Godson, G.N.: Promotion, termina- 
tion, and anti-termination in the rpsU-dnaG-rpoD macro- 
molecular synthesis operon of E. coli K-12 

Luxen, E., s. Bron, S., et al. 

Maki, H., s. Horiuchi, T., et al. 

Makino, K., Shinagawa, H., Nakata, A.: Cloning and charac- 
terization of the alkaline phosphatase positive regulatory 
gene (phoM) of Escherichia coli 

Manteuffel, R., s. Eitner, G., et al. 

Marmenout, A., Remaut, E., Boom, J. van, Fiers, W.: Oli- 
gonucleotide directed mutagenesis: Selection of mutants 
by hemimethylation of GATC-sequences 

Matsui, C., s. Tanaka, N.., et al. 

Matsuzaki, Y., s. Nogi, Y., et al. 

Mayer, M., s. Oertel, W. 

Mendel, R.R., Buchanan, R.J., Wray, J.L.: Characterization 
of a new type of molybdenum cofactor-mutant in cell cul- 
tures of Nicotiana tabacum 

Motsch, S., Schmitt, R.: Replicon fusion mediated by a sin- 
gle-ended derivative of transposon Tn/72/ 

Montagu, M. Van, s. Janssens, A., et al. 

Mooibroek, H., Jong, B. de, Venema, G.: Repair of UV dam- 
age in plasmid DNA by human fibroblasts 

Moreau, P.L., s. Rebollo, J.E., et al. 

Mottinger, J.P., Johns, M.A., Freeling, M.: Mutations of the 
Adh1 gene in maize following infection with barley stripe 
mosaic virus (Short Communication) 

Miller, P.P., Fox, T.D.: Molecular cloning and genetic map- 
ping of the PET494 gene of Saccharomyces cerevisiae 

Murgier, M., s. Bally, M., et al. 

Nahon, J.-L., s. Gal, A., et al. 

Nakanishi, N., Yamamoto, M.: Analysis of the structure and 
transcription of the aro3 cluster gene in Schizosaccharo- 
myces pombe 

Nakata, A., s. Makino, K.., et al 

Nakayama, H., Nakayama, K., Nakayama, R., Irino, N., 
Nakayama, Y., Hanawalt, P.C.: Isolation and genetic 
characterization of a thymineless death-resistant mutant 
of Escherichia coli K12: Identification of a new mutation 
(recQ1) that blocks the RecF recombination pathway 

Nakayama, K., s. Nakayama, H., et al. 

Nakayama, R., s. Nakayama, H.., et al. 

Nakayama, Y., s. Nakayama, H., et al. 

Niederberger, P., Aebi, M., Furter, R., Prantl, F., Hiitter, 
R.: Expression of an artificial yeast TRP-gene cluster in 
yeast and Escherichia coli 

Nikiforov, V.G., s. Gragerov, A.I., et al. 

Nogi, Y., Shimada, H., Matsuzaki, Y., Hashimoto, H., Fuka- 
sawa, T.: Regulation of expression of the galactose gene 
cluster in Saccharomyces cerevisiae. 11. The isolation and 
dosage effect of the regulatory gene GAL80 

Novick, R.P., Projan, S.J., Rosenblum, W., Edelman, I.: Sta- 
phylococcal plasmid cointegrates are formed by host- and 
phage-mediated general rec systems that act on short re- 
gions of homology (Short Communication) 

O’Brien, T., s. Lawrence, C.W., et al. 

Oertel, W., Mayer, M.: Structure and mitotic stability of min- 
ichromosomes originating in yeast cells transformed with 


424 
108 
170 
96 170 
159 
474 
1 23 
153 
190 
256 
29 
116 391 
536 370 
144 17 
314 
190 
219 381 
544 516 
500 126 
378 
209 29 
, 434 300 
516 
378 
159 186 
90 
17 281 
481 341 
418 
378 175 
474 83 
364 
10 
544 367 
275 
341 507 
23 153 
367 
164 
70 381 
260 
459 
170 
44 474 
195 474 
1 474 
116 474 
541 
481 
356 511 
402 
487 29 
507 
159 
246 
267 374 
195 487 


tandem dimers of CEN/1 plasmids ......... 
Ohtani, T., Uchimiya, H., Kato, A., Harada, H., Sugita, M.. 
Sugiura, M.: Location and nucleotide sequence of a to- 
bacco chloroplast DNA segment capable of replication 
Oliver, $.G.,s. Walmsley, R.M.,ctal. 
Otaka, E., Higo, K., Itoh, T.: Yeast ribosomal proteins. VIII. 
Isolation of two proteins and sequence characterization 
of twenty-four proteins from cytoplasmic ribosomes 
Otten, L., De Greve, H., Leemans, J., Hain, R., Hooykaas, 
P., Schell, J.: Restoration of virulence of Vir region mu- 
tants of Agrobacterium tumefaciens strain B6S3 by coinfec- 
tion with normal and mutant Agrobacterium strains 
Palumbo, G., Caggese, C., Caizzi, R.: A method for the mo- 
lecular characterization of bb' loci in Drosophila melano- 
Pandey, K.D., Singh, P.K.: Isolation and characterisation of 
nitrate reductase mutants and regulation of nitrate reduc- 
tase and nitrogenase in the cyanobacterium Nostoc mus- 
Pascal, M.-C., Burini, J.F., Chippaux, M.: Regulation of the 
trimethylamine N-oxide (TMAO) reductase in Escherichia 
coli: Analysis of tor::Mud1 operonfusion ...... 
Pores, Youngman, Pletal. . . 
Pichersky, E., Gottlieb, L.D., Hess, J.F.: Nucleotide sequence 
of the triose phosphate isomerase gene of Escherichia coli 
Picksley, S.M., Attfield, P.V., Lloyd, R.G.: Repair of DNA 
double-strand breaks in Escherichia coli K12 requires a 
Pierson, L.S., III, Kahn, M.L.: Cloning of the integration 
and attachment regions of bacteriophage P4 
Planta, R.J., s. Verbeet, M.Ph., et al. 
Prantl, F., s. Niederberger, P., et al. 
Randen, J. van, Venema, G.: Direct plasmid transfer from 
replica-plated E. coli colonies to competent B. subtilis cells. 
Identification of an E. coli clone carrying the hisH and 
Raynal, A., Guerineau, M.: Cloning and expression of the 
structural gene for f-glucosidase of Kluyveromyces fragilis 
in Escherichia coli and Saccharomyces cerevisiae .. . . 
Rebollo, J.E., Moreau, P.L., Blanco, M., Devoret, R.: Resto- 
ration of RecA protein activity by genetic complementa- 
Remeut, E.,s. Marmenout,A..ctal. . .. 
Riede, I., Eschbach, M.-L., Henning, U.: DNA sequence het- 
erogeneity in the genes of T-even type Escherichia coli 
phages encoding the receptor recognizing protein of the 
Riele, H.P.J. te, Venema, G.: Molecular fate of heterologous 
bacterial DNA in competent Bacillus subtilis: Further 
characterization of unstable association between donor 
and recipient DNA and the involvement of the cellular 
Rose, A.M., Baillie, D.L., Curran, J.: Meiotic pairing behav- 
ior of two free duplications of linkage group I in Caeno- 
Rosenblum, W., s. Novick, R.P., et al. 
Ryder, M.H., s. Ellis, J.G., et al. 
Sala-Trepat, J.M., s. Gal, A., et al. 
Schmieger, H.: pac sites are indispensable for in vivo packag- 


57 


108 


83 
126 


144 


DNA ty plage P22 
Schmitt, H.D., s. Breitenbach-Schmitt, I., et al. 
Schnier, J., Isono, K.: Insertion of IS1 into the rpsE gene 
for ribosomal protein S5 causes cold-sensitivity in 
Escherichia coli (Short Communication) 
Sekiguchi, M., s. Horiuchi, T., et al. 
Shafferman, A., s. Grosfeld, H., et al 
Shalita, Z., s. Grosfeld, H., et al. 
Shinagawa, H.,s. Makino, K.,etal. . ......... 
Shingler, V., Thomas, C.M.: Transcription in the irfA region 
of broad host range plasmid RK2 is regulated by tfB 
Skopek, T.R., Hutchinson, F.: Frameshift mutagenesis of 
lambda prophage by 9-aminoacridine, proflavin and ICR- 
Snutch, T.P., Baillie, D.L.: A high degree of DNA strain 
polymorphism associated with the major heat shock gene 
in Caenorhabditis elegams . .........2.... 
Stateva, L.I., Venkov, P.V.: Genetic analysis of Saccharo- 
myces cerevisiae SY 15 relaxed mutant ........ 
Stern, M.J., Higgins, C.F., Ferro-Luzzi Ames, G.: Isolation 
and characterization of Jac fusions to two nitrogen-regu- 
Sugita, M., Sugiura, M.: Nucleotide sequence and transcrip- 
tion of the gene for the 32,000 dalton thylakoid membrane 
protein from Nicotiana tabacum 
Sugiura, M., s. Ohtani, T., et al. 
Szabo, L.J., Mills, D.: Characterization of eight excision on 
mids of Pseudomonas syringae pv. phaseolicola . 
Szulmajster, J., s. Louis, J., et al. 
Taketo, A., s. Kodaira, 
Tanaka, N., Ikegami, M., Hohn, T., Matsui, C., Watanabe, 
I.: E. coli spheroplast-mediated transfer of cloned cauli- 
flower mosaic virus DNA into plant protoplasts (Short 
Taylor, B.A., Rowe, L.: Genes for serum amyloid A proteins 
map to Chromosome 7 in the mouse 
Thomas, M.S., Drabble, W.T.: Molecular cloning and char- 
acterisation of the gua regulatory region of Escherichia 
Thompson, J., Rae, S., Cundliffe, E.: Coupled transcription 
— translation in extracts of Streptomyces lividans . 
Tiedeman, A.A., Smith, J.M.: Isolation and characterization 
of regulatory mutations affecting the expression of the 
guaBA operon of Escherichia coliK-12 ........ 
Tittawella, 1.P.B.: Evidence for clustering of RNA polymer- 
ase and ribosomal protein genes in six species of Entero- 
Tobe, T., Ito, K., Yura, T.: Isolation and physical mapping 
of temperature-sensitive mutants defective in heat-shock 
induction of proteins in Escherichiacoli ....... 
Tommassen, J., Hiemstra, P., Overduin, P., Lugtenberg, B.: 
Cloning of phoM, a gene involved in regulation of the 
synthesis of phosphate limitation inducible proteins in 
Turner, P., Barber, C., Daniels, M.: Behaviour of the transpo- 
sons Tn5 and Tn7 in Xanthomonas campestris pv campes- 
Uchimiya, H., s. Ohtani, T., et al. 
Ueda, K., s. Kumar, H.D. 
Ullmann, A., s. Guidi-Rontani, C., et al. 
Vassarotti, A., s. Himmelfarb, H.J., et al. 


215 


300 252 
536 
281 
1 
260 364 
17 
358 
358 
544 29 
381 
159 523 
190 180 
35 418 
256 71 
329 
180 70 
459 
234 
351 
170 219 
424 
314 308 
1 
1 
267 308 
44 90 
116 23 
481 541 
374 
39 
378 
466 
= 
491 
523 
= 
238 
77 
= 
200 10 
139 
52 190 
| 374 
491 
391 101 
466 1 
153 355 
159 96 
500 


VI 


Velan, B., s. Grosfeld, H., et al. 

Venema, G., s. Bron, S., et al. 

Venema, G., s. Mooibroek, H.., et al. 

Venema, G., s. Randen, J. van 

Venema, G., s. Riele, H.P.J. te 

Venkov, P.V., s. Stateva, L.1. 

Verbeet, M.Ph., Heerikhuizen, H. van, Klootwijk, J., Fontijn, 
R.D., Planta, R.J.: Evolution of yeast ribosomal DNA: 
Molecular cloning of the rDNA units of Kluyveromyces 
lactis and Hansenula wingei and their comparison with 
the rDNA units of other Saccharomycetoideae ‘ 

Vitale, M., s. Farina, M. La 

Vitale, M., s. Farina, M. La, et al. 

Walmsley, R.M., Johnston, L.H., Williamson, D.H., Oliver, 
S.G.: Replicon size of yeast ribosomal DNA 


Ward, E., s. Avila, P., et al. 

Watanabe, I., s. Tanaka, N., et al. 
Weisberg, R.A., s. Enquist, L.W 
Williamson, D.H., s. Walmsley, R.M., et al. 
Wray, J.L., s. Mendel, R.R., et al. 
Yamamoto, M., s. Nakanishi, N 


Youngman, P., Perkins, J.B., Losick, R.: A novel method 
for the rapid cloning in Escherichia coli of Bacillus subtilis 


chromosomal DNA adjacent to Tn9/7 insertions 
Yura, T., s. Tobe, T. 
Zambryski, P., s. Janssens, A., et al. 
Zimmermann, F.K., s. Breitenbach-Schmitt, I., et al. 


Indexed in Current Contents 


- 530, 536 


358 
57 
200 
234 
116 
5 
411 
260 


